
The benchmark dataset 𝑺𝑺 containing 550 RNA samples, of which 176 
RNA sequence samples belong to the positive subset 𝑆𝑆+ and 374 RNA 
sequence samples belong to the negative subset 𝑆𝑆−. 
Note that each sequence samples that we considered is 23 nt long with 𝑈𝑈 
at the center along the RNA sequences given below. 
 
Positive subset 𝑺𝑺+ 
>positive_Human_1 
UUCGGCUGUUAACUGAAAGGUUGGUGGUUCGAGCCCACCCA 
>positive_Human_2 
UGUCUCUGUGGCGCAAUCGGUUAGCGCGUUCGGCUGUUAAC 
>positive_Human_3 
CGCCGUGAUCGUAUAGUGGUUAGUACUCUGCGUUGUGGCCG 
>positive_Human_4 
CUUCCCUGGUGGUCUAGUGGUUAGGAUUCGGCGCUCUCACC 
>positive_Human_5 
UUCGCCUCACACGCGAAAGGUCCCCGGUUCGAAACUGGGCG 
>positive_Human_6 
GGUUUCCGUAGUGUAGUGGUUAUCACGUUCGCCUCACACGC 
>positive_Human_7 
CUGGGCCCAUAACCCAGAGGUCGAUGGAUCGAAACCAUCCU 
>positive_Human_8 
UGUCAGUCUCUGUGGCGCAAUCGGUUAGCGCGUUCGGCUGU 
>positive_Human_9 
UAGCAUUGGUGGUUCAGUGGUAGAAUUCUCGCCUGCCACGC 
>positive_Human_10 
GUGUCAGGAUGGCCGAGUGGUCUAAGGCGCCAGACUCAAGG 
>positive_Human_11 
UUAGACUGAAGAUCUAAAGGUCCCUGGUUCGAUCCCGGGUU 
>positive_Human_12 
CUUCGCCGAAAUAGCUCAGUUGGGAGAGCGUUAGACUGAAG 
>positive_Human_13 
CGGCAGCCGAAAUAGCUCAGUUGGGAGAGCGUUAGACUGAA 
>positive_Human_14 
AACGUGCCGAAAUAGCUCAGUUGGGAGAGCGUUAGACUGAA 
>positive_Human_15 
CAGCGCCGCUGGUGUAGUGGUAUCAUGCAAGAUUCCCAUUC 
>positive_Human_16 
CGUAGUCGUGGCCGAGUGGUUAAGGCGAUGGACUAGAAAUC 
>positive_Human_17 
CAGGUCCCAUGGUGUAAUGGUUAGCACUCUGGACUUUGAAU 
>positive_Human_18 
CGGAGCCUUCGAUAGCUCAGUUGGUAGAGCGGAGGACUGUA 
>positive_Human_19 
AGGGCGUGGCAAUCCUUAGGUCGCUGGUUCGAUUCCGGCUC 
>positive_Human_20 
AGGCGGGGGAUUAGCUCAAAUGGUAGAGCGCUCGCUUAGCA 
>positive_Human_21 
GUGGGGUUUCCGUAGUGUAGUGGUUAUCACGUUCGCCUAAC 
>positive_Human_22 
UGCAAGUUUCCGUAGUGUAGUGGUUAUCACGUUCGCCUAAC 
>positive_Human_23 
CAUCUGUUUCCGUAGUGUAGUGGUUAUCACGUUCGCCUAAC 
>positive_Human_24 
GGUACGUAGUCGUGGCCGAGUGGUUAAGGCGAUGGACUUGA 
>positive_Human_25 
UAUCUGUAGUCGUGGCCGAGUGGUUAAGGCGAUGGACUAGA 
>positive_Human_26 



GGCGUGCCGUGAUCGUAUAGUGGUUAGUACUCUGCGUUGUG 
>positive_Human_27 
UCAGUCUCAUAAUCUGAAGGUCGUGAGUUCGAUCCUCACAC 
>positive_Human_28 
UGCCUCGUUAGCGCAGUAGGUAGCGCGUCAGUCUCAUAAUC 
>positive_Human_29 
GUUAAGAUGGCAGAGCCCGGUAAUCGCAUAAAACUUAAAAC 
>positive_Mus_1 
UGAGACUCUUAAUCUCAGGGUCGUGGGUUCGAGCCCCACGU 
>positive_Mus_2 
CGCCCGGCUAGCUCAGUCGGUAGAGCAUGAGACUCUUAAUC 
>positive_Mus_3 
CAGCUGGCCGGUUAGCUCAGUUGGUUAGAGCGUGGUGCUAA 
>positive_Mus_4 
GGCCGGUUAGCUCAGUUGGUUAGAGCGUGGUGCUAAUAACG 
>positive_Mus_5  
UGGUGCUAAUAACGCCAAGGUCGCGGGUUCGAUCCCCGUAC 
>positive_Mus_6  
CAUCUGCCCGGCUAGCUCAGUCGGUAGAGCAUGGGACUCUU 
>positive_Mus_7  
GCGGUGGUUCCAUGGUGUAAUGGUUAGCACUCUGGACUCUG 
>positive_Mus_8 
UCUGACUACGGAUCAGAAGAUUCUAGGUUCGACUCCUGGCU 
>positive_Mus_9  
CGGGCCAGUGGCGCAAUGGAUAACGCGUCUGACUACGGAUC 
>positive_Mus_10 
GUACAGGGCCAGUGGCGCAAUGGAUAACGCGUCUGACUACG 
>positive_Mus_11  
UAGGUGGGCCAGUGGCGCAAUGGAUAACGCGUCUGACUACG 
>positive_Mus_12 
UCAAGGCCCGGCUAGCUCAGUCGGUAGAGCAUGAGACUCUU 
>positive_Mus_13 
AAGGAGCCUCGUUAGCGCAGUAGGUAGCGCGUCAGUCUCAU 
>positive_Sac.cer_1  
AGUACGGGCGUGUGGUCUAGUGGUAUGAUUCUCGCUUUGGG 
>positive_Sac.cer_2 
GAGUUGGGCACAUGGCGCAGUUGGUAGCGCGCUUCCCUUGC 
>positive_Sac.cer_3  
CUUCCCUUGCAAGGAAGAGGUCAUCGGUUCGAUUCCGGUUG 
>positive_Sac.cer_4  
GUGGUUGUUUGGCCGAGCGGUCUAAGGCGCCUGAUUCAAGA 
>positive_Sac.cer_5 
UGGCAACUUGGCCGAGUGGUUAAGGCGAAAGAUUAGAAAUC 
>positive_Sac.cer_6 
UUCGUGGAGGGUUGGCCGAGUGGUCUAAGGCGGCAGACUUA 
>positive_Sac.cer_7 
GGAGGGUUGGCCGAGUGGUCUAAGGCGGCAGACUUAAGAUC 
>positive_Sac.cer_8 
AUCAAGGUCUCUUGGCCCAGUUGGUUAAGGCACCGUGCUAA 
>positive_Sac.cer_9  
GGUCUCUUGGCCCAGUUGGUUAAGGCACCGUGCUAAUAACG 
>positive_Sac.cer_10 
CCGUGCUAAUAACGCGGGGAUCAGCGGUUCGAUCCCGCUAG 
>positive_Sac.cer_11 
AAGCGCAAGUGGUUUAGUGGUAAAAUCCAACGUUGCCAUCG 
>positive_Sac.cer_12  
AACGAGGCAACUUGGCCGAGUGGUUAAGGCGAAAGAUUAGA 
>positive_Sac.cer_13  
AAACUGCUUCUAUGGCCAAGUUGGUAAGGCGCCACACUAGU 
>positive_Sac.cer_14  
CCACACUAGUAAUGUGGAGAUCAUCGGUUCAAAUCCGAUUG 
>positive_Sac.cer_15 
UCGCCUUUACACGGCGAAGAUCCCGAGUUCGAACCUCGGUU 



>positive_Sac.cer_16  
GGGUCCAAUGGUCCAGUGGUUCAAGACGUCGCCUUUACACG 
>positive_Sac.cer_17  
UAGUAGCUCGCGUGGCGUAAUGGCAACGCGUCUGACUUCUA 
>positive_Sac.cer_18  
UCUGACUUCUAAUCAGAAGAUUAUGGGUUCGACCCCCAUCG 
>positive_Sac.cer_19  
UUUCUUCCGUGAUAGUUUAAUGGUCAGAAUGGGCGCUUGUC 
>positive_Sac.cer_20 
GCAGAUUGCAAAUCUGUUGGUCCUUAGUUCGAUCCUGAGUG 
>positive_Sac.cer_21  
AAGCUCGUAUGGCGCAGUGGUAGCGCAGCAGAUUGCAAAUC 
>positive_Sac.cer_22  
AUCCGAUAUAGUGUAACGGCUAUCACAUCACGCUUUCACCG 
>positive_Sac.cer_23  
AAAAUGACUCCAUGGCCAAGUUGGUUAAGGCGUGCGACUGU 
>positive_Sac.cer_24  
GACUCCAUGGCCAAGUUGGUUAAGGCGUGCGACUGUUAAUC 
>positive_Sac.cer_25  
UGCGACUGUUAAUCGCAAGAUCGUGAGUUCAACCCUCACUG 
>positive_Sac.cer_26  
UGUUGAGCGCCGUGGCGCAGUGGAAGCGCGCAGGGCUCAUA 
>positive_Sac.cer_27  
CAGGGCUCAUAACCCUGAUGUCCUCGGAUCGAAACCGAGCG 
>positive_Sac.cer_28  
AGCCUUGUUGGCGCAAUCGGUAGCGCGUAUGACUCUUAAUC 
>positive_Sac.cer_29  
UGGUCCUAUAGUGUAGUGGUUAUCACUUUCGGUUUUGAUCC 
>positive_Sac.cer_30  
GAAAUGGCACUAUGGCCGAGUGGUUAAGGCGAGAGACUCGA 
>positive_Sac.cer_31  
UUAAGCUUCUAUGGCCAAGUUGGUAAGGCGCCACACUAGUA 
>positive_Sac.cer_32  
ACUCAUCCUUGUUAGCUCAGUUGGUAGAGCGUUCGGCUUUU 
>positive_Sac.cer_33  
UAAGCAAGGAUACCGAAAUGUCAGGGGUUCGAGCCCCCUAU 
>positive_Sac.cer_34 
AUAUUGGGCGUGUGGCGUAGUCGGUAGCGCGCUCCCUUAGC 
>positive_Sac.cer_35  
CUCCCUUAGCAUGGGAGAGGUCUCCGGUUCGAUUCCGGACU 
>positive_Sac.cer_36  
UUUCCGGUCCAAUGGUCCAGUGGUUCAAGACGUCGCCUUUA 
>positive_Sac.cer_37 
UUUAGGGUCCUAUAGUGUAGUGGUUAUCACUUUCGGUUUUG 
>positive_Sac.cer_38  
UCUGGCUACGAACCAGAAGAUUCCAGGUUCAAGUCCUGGCG 
>positive_Sac.cer_39 
UGUUCCUCGUGGCCCAAUGGUCACGGCGUCUGGCUACGAAC 
>positive_Sac.cer_40 
AAAAUGCUCGUGUAGCUCAGUGGUUAGAGCUUCGUGCUUAU 
>positive_Sac.cer_41  
CUUUAAAAGCAACGCGACCGUCGUGGGUUCAAACCCCACCU 
>positive_Sac.cer_42  
AUCGACUCUCGGUAGCCAAGUUGGUUUAAGGCGCAAGACUG 
>positive_Sac.cer_43  
CUCUCGGUAGCCAAGUUGGUUUAAGGCGCAAGACUGUAAUU 
>positive_Sac.cer_44  
AUCACUACGAAAUCUUGAGAUCGGGCGUUCGACUCGCCCCC 
>positive_Sac.cer_45  
UUGCCUUCACACGGCAAAGGUCCCGAGUUCGAUCCUCGGUU 
>positive_Sac.cer_46 
UGUUCCAAUAGUGUAGCGGCUAUCACGUUGCCUUCACACGG 
>positive_Sac.cer_47 



GUUAGCGGACUUAGCUCAGUUGGGAGAGCGCCAGACUGAAG 
>positive_Sac.cer_48 
ACAAAGCUUCAGUAGCUCAGUAGGAAGAGCGUCAGUCUCAU 
>positive_Sac.cer_49 
UCAGUCUCAUAAUCUGAAGGUCGAGAGUUCGAACCUCCCCU 
>positive_Sac.cer_50  
UAUCUGGUCUCUUGGCCCAGUUGGUUAAGGCACCGUGCUAA 
>positive_Sac.cer_51   
UUUUAGGCACUAUGGCCGAGUGGUUAAGGCGACAGACUUGA 
>positive_Sac.cer_52 
AAUCCGUGAUAGUUUAAUGGUCAGAAUGGGCGCUUGUCGCG 
>positive_Sac.cer_53  
UACAGAUAGAAGCCAAAAGGUCAGGCGCUUUCUUUGGGAGA 
>positive_Sac.cer_54 
AUAAUAAGGAUAUAGUUUAAUGGUAAAACAGUUGAUUUCAA 
>positive_Sac.cer_55  
CUUAAGGAUGGUUGACUGAGUGGUUUAAAGUGUGAUAUUUG 
>positive_Sac.cer_56 
UAAAGGUGAAUAUAUUUCAAUGGUAGAAAAUACGCUUGUGG 
>positive_Sac.cer_57  
UAAUAGCUAUUUUGGUGGAAUUGGUAGACACGAUACUCUUA 
>positive_Sac.cer_58  
CAAUAGAGAAUAUUGUUUAAUGGUAAAACAGUUGUCUUUUA 
>positive_Sac.cer_59  
AAAUAGCUCUCUUAGCUUAAUGGUUAAAGCAUAAUACUUCU 
>positive_Sac.cer_60  
AAUAAUAGAUAUAAGUUAAUUGGUAAACUGGAUGUCUUCCA 
>positive_Sac.cer_61  
UAAUAAAGGAAAAUUAACUAUAGGUAAAGUGGAUUAUUUGC 
>positive_Sac.cer_62 
CGUAUAUAUCUUUAAUUUAAUGGUAAAAUAUUAGAAUACGA 
>positive_Sac.cer_63 
AAAUAGAAACUAUAAUUCAAUUGGUUAGAAUAGUAUUUUGA 
>positive_Sac.cer_64  
UAAGGAGGGAUUUUCAAUGUUGGUAGUUGGAGUUGAGCUGU 
>positive_Sac.cer_65 
AAGGAGCUUGUAUAGUUUAAUUGGUUAAAACAUUUGUCUCA 
>positive_Sac.cer_66 
AUAUAGCUUUUAUAGCUUAGUGGUAAAGCGAUAAAUUGAAG 
>positive_Sac.cer_67  
AGGUAAAUAUAAUUUAAUGGUAAAAUGUAUGUUUUUAGGUG 
>positive_Sac.cer_68  
AUAAAUGCAAUAUGAUGUAAUUGGUUAACAUUUUAGGGUCA 
>positive_Sac.cer_69 
AUAAUGCUCGCGUGGCGUAAUGGCAACGCGUCUGACUUCUA 
>positive_Sac.cer_70  
AGUUCGCCAUCUUAGUAUAGUGGUUAGUACACAUCGUUGUG 
>positive_Sac.cer_71 
AAUUAGGUUUCGUGGUCUAGUCGGUUAUGGCAUCUGCUUAA 
>positive_Sac.cer_72  
GGUUUCGUGGUCUAGUCGGUUAUGGCAUCUGCUUAACACGC 
>positive_Sac.cer_73 
UCUGCUUAACACGCAGAACGUCCCCAGUUCGAUCCUGGGCG 
>positive_Sac.cer_74 
UAGAAGCGGAUUUAGCUCAGUUGGGAGAGCGCCAGACUGAA 
>positive_Sac.cer_75 
UGUCCCAGUGGCCGAGUGGUUAAGGCGAUGCCCUGCUAUUU 
>positive_Sac.cer_76  
CGGGCGUGUGGCGUAGUCGGUAGCGCGCUCCCUUAGCAUGG 
>positive_Sac.cer_77 
AAAAUGCCUUGUUGGCGCAAUCGGUAGCGCGUAUGACUCUU 
>positive_Sac.cer_78 
UGCCAUCUUAGUAUAGUGGUUAGUACACAUCGUUGUGGCCG 



>positive_Sac.cer_79 
AUAAGAUUGCAAUCGAAGGGUUGCAGGUUCAAUUCCUGUCC 
>positive_Sac.cer_80 
AUGAAGCGGUGGCUCAAUGGUAGAGCUUUCGACUCCAAUUA 
>positive_Sac.cer_81 
ACCCCGGGCGGUUAGUGUAGUGGUUAUCAUCCCACCCUUCC 
>positive_Sac.cer_82  
CGGGCACAUGGCGCAGUUGGUAGCGCGCUUCCCUUGCAAGG 
>positive_Sac.cer_83  
AGUUGGUUCCGUUGGCGUAAUGGUAACGCGUCUCCCUCCUA 
>positive_Sac.cer_84 
CUCCCUCCUAAGGAGAAGACUGCGGGUUCGAGUCCCGUACG 
>positive_Sac.cer_85  
ACAAUGGGAGUUUGGCCGAGUGGUUUAAGGCGUCAGAUUUA 
>positive_Sac.cer_86  
GGGAGUUUGGCCGAGUGGUUUAAGGCGUCAGAUUUAGGUGG 
>positive_Sac.cer_87  
AGAUCGCGCAAGUGGUUUAGUGGUAAAAUCCAACGUUGCCA 
>positive_Sac.cer_88  
UGGGCGGUUAGUGUAGUGGUUAUCAUCCCACCCUUCCAAGG 
>positive_Sac.cer_89 
UGUGCGCUUCAGUAGCUCAGUAGGAAGAGCGUCAGUCUCAU 
>positive_Sac.cer_90 
GGGCACUAUGGCCGAGUGGUUAAGGCGACAGACUUGAAAUC 
>positive_Sac.cer_91  
UUUGCGACUCCAUGGCCAAGUUGGUUAAGGCGUGCGACUGU 
>positive_Escherichia_coli_1 
ACCAGGGGCUAUAGCUCAGCUGGGAGAGCGCUUGCAUGGCA 
>positive_Escherichia_coli_2 
ACCAGCAUCCGUAGCUCAGCUGGAUAGAGUACUCGGCUACG 
>positive_Escherichia_coli_3 
GCCAGCGCCCGUAGCUCAGCUGGAUAGAGCGCUGCCCUCCG 
>positive_Escherichia_coli_4 
AGCCAUCCUCUGUAGUUCAGUCGGUAGAACGGCGGACUGUU 
>positive_Escherichia_coli_5 
CGCCAGGAGCGGUAGUUCAGUCGGUUAGAAUACCUGCCUGU 
>positive_Escherichia_coli_6 
GGAGCGGUAGUUCAGUCGGUUAGAAUACCUGCCUGUCACGC 
>positive_Escherichia_coli_7 
CAGGCGCGUUAACAAAGCGGUUAUGUAGCGGAUUGCAAAUC 
>positive_Escherichia_coli_8 
CAUGGGGUAUCGCCAAGCGGUAAGGCACCGGUUUUUGAUAC 
>positive_Escherichia_coli_9 
CAGCGGGCGUAGUUCAAUGGUAGAACGAGAGCUUCCCAAGC 
>positive_Escherichia_coli_10 
CUCCAGCGGGAAUAGCUCAGUUGGUAGAGCACGACCUUGCC 
>positive_Escherichia_coli_11 
CCCCAGUGGCUAUAGCUCAGUUGGUAGAGCCCUGGAUUGUG 
>positive_Escherichia_coli_12 
ACCAAGGCUUGUAGCUCAGGUGGUUAGAGCGCACCCCUGAU 
>positive_Escherichia_coli_13 
CAGGCCCCUUAGCUCAGUGGUUAGAGCAGGCGACUCAUAAU 
>positive_Escherichia_coli_14 
CACCAGCGAAGGUGGCGGAAUUGGUAGACGCGCUAGCUUCA 
>positive_Escherichia_coli_15 
UACCAGCCGAGGUGGUGGAAUUGGUaGACACGCUACCUUGA 
>positive_Escherichia_coli_16 
ACCAUGCCCGGAUGGUGGAAUCGGUaGACACAAGGGAUUUA 
>positive_Escherichia_coli_17 
AGCCGAAGUGGCGAAAUCGGUaGACGCAGUUGAUUCAAAAU 
>positive_Escherichia_coli_18 
CACCAGGGUCGUUAGCUCAGUUGGUAGAGCAGUUGACUUUU 
>positive_Escherichia_coli_19 



ACCACGGCUACGUAGCUCAGUUGGUUAGAGCACAUCACUCA 
>positive_Escherichia_coli_20 
GGCUACGUAGCUCAGUUGGUUAGAGCACAUCACUCAUAAUG 
>positive_Escherichia_coli_21 
CACCAGCCCGGAUAGCUCAGUCGGUAGAGCAGGGGAUUGAA 
>positive_Escherichia_coli_22 
CGGUGAUUGGCGCAGCCUGGUAGCGCACUUCGUUCGGGACG 
>positive_Escherichia_coli_23 
AGGAAGAUCGUCGUCUCCGGUGAGGCGGCUGGACUUCAAAU 
>positive_Escherichia_coli_24 
AGGAAGUGUGGCCGAGCGGUUgAAGGCACCGGUCUUGAAAA 
>positive_Escherichia_coli_25 
AGGAGAGAUGCCGGAGCGGCUgAACGGACCGGUCUCGAAAA 
>positive_Escherichia_coli_26 
AGGUGAGGUGGCCGAGAGGCUgAAGGCGCUCCCCUGCUAAG 
>positive_Escherichia_coli_27 
AGGUGAGGUGUCCGAGUGGCUgAAGGAGCACGCCUGGAAAG 
>positive_Escherichia_coli_28 
CACCAGCUGAUAUAGCUCAGUUGGUAGAGCGCACCCUUGGU 
>positive_Escherichia_coli_29 
UGCCAAGGGGCGUAGUUCAAUUGGUAGAGCACCGGUCUCCA 
>positive_Escherichia_coli_30 
CACCCACCAGGGUGAUUAGCUCAGCUGGGAGAGCACCUCCC 
>positive_Escherichia_coli_31 
CACCAGCGUUCAUAGCUCAGUUGGUUAGAGCACCACCUUGA 
>positive_Escherichia_coli_32 
GCGUUCAUAGCUCAGUUGGUUAGAGCACCACCUUGACAUGG 
>positive_Escherichia_coli_33 
CACCAGCGGGAGUGGCGAAAUUGGUaGACGCACCAGAUUUA 
>positive_Escherichia_coli_34 
AGCCGACUUAGCUCAGUAGGUAGAGCAACUGACUUGUAAUC 
>positive_Drosophila_melanogaster_1 
GGGAAUCCCAUAUGGUCUAGUGGCUAGGAUAUCUGGCUUUC 
>positive_Drosophila_melanogaster_2 
GGCAGGCCGUGAUCGUCUAGUGGUUAGGACCCCACGUUGUG 
>positive_Drosophila_melanogaster_3 
CGGACGAGGUGGCCGAGAGGUUAAGGCGUUGGACUGCUAAU 
>positive_Drosophila_melanogaster_4 
GCGCAGUCGUGGCCGAGCGGUUAAGGCGUCUGACUAGAAAU 
>positive_Drosophila_melanogaster_5 
CUGCGGCAGUCGUGGCCGAGUGGUUAAGGCGUCUGACUCGA 
>positive_Drosophila_melanogaster_6 
CAGUUUCCGUGGUGUAGCGGUUAUCACAUCUGCCUAACACG 
>positive_Drosophila_melanogaster_7 
UGUGCUUCACACGCACAAGGUCCCCGGUUCGAACCCGGGCG 
>positive_Drosophila_melanogaster_8 
AAGGACCUUCGAUAGCUCAGUUGGUAGAGCGGUGGACUGUA 
>positive_Drosophila_melanogaster_9 
aUccagcaggcAUCCAUAGGUCGCUGGUUCAAAUCCGGCUC 
 
 

Negative subset 𝑺𝑺− 
>negative_Homo_1 
UGGCGCAAUCGGUUAGCGCGUUCGGCUGUUAACUGAAAGGU 
>negative_Homo_2 
AAUCGGUUAGCGCGUUCGGCUGUUAACUGAAAGGUUAGUGG 
>negative_Homo_3 
UAGCGCGUUCGGCUGUUAACUGAAAGGUUAGUGGUUCGAGC 
>negative_Homo_4 
GCUGUUAACUGAAAGGUUAGUGGUUCGAGCCCACCCGGGGA 
>negative_Homo_5 
GAUCGUAUAGUGGUUAGUACUCUGCGUUGUGGCCGCAGCAA 



>negative_Homo_6 
AUAGUGGUUAGUACUCUGCGUUGUGGCCGCAGCAACCUCGG 
>negative_Homo_7 
GCGUUGUGGCCGCAGCAACCUCGGUUCGAAUCCGAGUCACG 
>negative_Homo_8 
UGGUGGUCUAGUGGCUAGGAUUCGGCGCUUUCACCGCCGCG 
>negative_Homo_9 
UAGUGGCUAGGAUUCGGCGCUUUCACCGCCGCGGCCCGGGU 
>negative_Homo_10 
GUAGUGUAGUGGUUAUCACGUUUGCCUAACACGCGAAAGGU 
>negative_Homo_11 
UAGUGGUUAUCACGUUUGCCUAACACGCGAAAGGUCCCCGG 
>negative_Homo_12 
UUGGUGGUUCAGUGGUAGAAUUCUCGCCUCCCACGCGGGAG 
>negative_Homo_13 
UCAGUGGUAGAAUUCUCGCCUCCCACGCGGGAGACCCGGGU 
>negative_Homo_14 
CCGCUGGUGUAGUGGUAUCAUGCAAGAUUCCCAUUCUUGCG 
>negative_Homo_15 
UGUAGUGGUAUCAUGCAAGAUUCCCAUUCUUGCGACCCGGG 
>negative_Homo_16 
GGUAUCAUGCAAGAUUCCCAUUCUUGCGACCCGGGUUCGAU 
>negative_Homo_17 
GGCCGAGCGGUCUAAGGCGCUGGAUUAAGGCUCCAGUCUCU 
>negative_Homo_18 
AGCGGUCUAAGGCGCUGGAUUAAGGCUCCAGUCUCUUCGGA 
>negative_Homo_19 
CUAAGGCGCUGGAUUAAGGCUCCAGUCUCUUCGGAGGCGUG 
>negative_Homo_20 
GCGCUGGAUUAAGGCUCCAGUCUCUUCGGAGGCGUGGGUUC 
>negative_Homo_21 
GGAUUAAGGCUCCAGUCUCUUCGGAGGCGUGGGUUCGAAUC 
>negative_Homo_22 
CUCCAGUCUCUUCGGAGGCGUGGGUUCGAAUCCCACCGCUG 
>negative_Homo_23 
AGUGGUCUAAGGCGCCAGACUCAAGCUAAGCUUCCUCCGCG 
>negative_Homo_24 
CUAAGGCGCCAGACUCAAGCUAAGCUUCCUCCGCGGUGGGG 
>negative_Homo_25 
GCGCCAGACUCAAGCUAAGCUUCCUCCGCGGUGGGGAUUCU 
>negative_Homo_26 
AAGCUAAGCUUCCUCCGCGGUGGGGAUUCUGGUCUCCAAUG 
>negative_Homo_27 
AGCUUCCUCCGCGGUGGGGAUUCUGGUCUCCAAUGGAGGCG 
>negative_Homo_28 
CUCCGCGGUGGGGAUUCUGGUCUCCAAUGGAGGCGUGGGUU 
>negative_Homo_29 
GUGGGGAUUCUGGUCUCCAAUGGAGGCGUGGGUUCGAAUCC 
>negative_Homo_30 
UCUGGUCUCCAAUGGAGGCGUGGGUUCGAAUCCCACUUCUG 
>negative_Homo_31 
UUAGUGCAGUAGGUAGCGCAUCAGUCUCAAAAUCUGAAUGG 
>negative_Homo_32 
CAGUAGGUAGCGCAUCAGUCUCAAAAUCUGAAUGGUCCUGA 
>negative_Homo_33 
GUAGCGCAUCAGUCUCAAAAUCUGAAUGGUCCUGAGUUCAA 
>negative_Homo_34 
CAUCAGUCUCAAAAUCUGAAUGGUCCUGAGUUCAAGCCUCA 
>negative_Homo_35 
UCUCAAAAUCUGAAUGGUCCUGAGUUCAAGCCUCAGAGGGG 
>negative_Homo_36 
AUGGCCGAGUGGUUAAGGCGUUGGACUUAAGAUCCAAUGGA 
>negative_Homo_37 



GAGUGGUUAAGGCGUUGGACUUAAGAUCCAAUGGACAUAUG 
>negative_Homo_38 
UUAAGGCGUUGGACUUAAGAUCCAAUGGACAUAUGUCCGCG 
>negative_Homo_39 
GCGUUGGACUUAAGAUCCAAUGGACAUAUGUCCGCGUGGGU 
>negative_Homo_40 
GACUUAAGAUCCAAUGGACAUAUGUCCGCGUGGGUUCGAAC 
>negative_Homo_41 
CCAAUGGACAUAUGUCCGCGUGGGUUCGAACCCCACUCCUG 
>negative_Homo_42 
AUAGCUCAGUUGGGAGAGCGUUAGACCGAAGAUCUUAAAGG 
>negative_Homo_43 
GGAGAGCGUUAGACCGAAGAUCUUAAAGGUCCCUGGUUCAA 
>negative_Homo_44 
CCGAAGAUCUUAAAGGUCCCUGGUUCAAUCCCGGGUUUCGG 
>negative_Homo_45 
UGGCCGAGUGGUUAAGGCGAUGGACUAGAAAUCCAUUGGGG 
>negative_Homo_46 
GAGUGGUUAAGGCGAUGGACUAGAAAUCCAUUGGGGUUUCC 
>negative_Homo_47 
UUAAGGCGAUGGACUAGAAAUCCAUUGGGGUUUCCCCGCGC 
>negative_Homo_48 
GCGAUGGACUAGAAAUCCAUUGGGGUUUCCCCGCGCAGGUU 
>negative_Homo_49 
GGACUAGAAAUCCAUUGGGGUUUCCCCGCGCAGGUUCGAAU 
>negative_Homo_50 
GAGUGGUUAAGGCGUUGGACUCGAAAUCCAAUGGGGUCUCC 
>negative_Homo_51 
UUAAGGCGUUGGACUCGAAAUCCAAUGGGGUCUCCCCGCGC 
>negative_Homo_52 
GCGUUGGACUCGAAAUCCAAUGGGGUCUCCCCGCGCAGGUU 
>negative_Homo_53 
ACUCGAAAUCCAAUGGGGUCUCCCCGCGCAGGUUCGAAUCC 
>negative_Homo_54 
CAUGGUGUAAUGGUUAGCACUCUGGACUCUGAAUCCAGCGA 
>negative_Homo_55 
UAAUGGUUAGCACUCUGGACUCUGAAUCCAGCGAUCCGAGU 
>negative_Homo_56 
UUAGCACUCUGGACUCUGAAUCCAGCGAUCCGAGUUCAAGU 
>negative_Homo_57 
CUGGACUCUGAAUCCAGCGAUCCGAGUUCAAGUCUCGGUGG 
>negative_Homo_58 
CAGCUGGUAGAGCAGAGGACUAUAGCUACUUCCUCAGUAGG 
>negative_Homo_59 
GUAGAGCAGAGGACUAUAGCUACUUCCUCAGUAGGAGACGU 
>negative_Homo_60 
AGAGGACUAUAGCUACUUCCUCAGUAGGAGACGUCCUUAGG 
>negative_Homo_61 
UACUUCCUCAGUAGGAGACGUCCUUAGGUUGCUGGUUCGAU 
>negative_Homo_62 
CAGUAGGAGACGUCCUUAGGUUGCUGGUUCGAUUCCAGCUU 
>negative_Homo_63 
UAGCUCAGUGGUAGAGCGCGUGCUUAGCAUGCACGAGGUCC 
>negative_Homo_64 
GGUAGAGCGCGUGCUUAGCAUGCACGAGGUCCUGGGUUCGA 
>negative_Homo_65 
CGUGCUUAGCAUGCACGAGGUCCUGGGUUCGAUCCCCAGUA 
>negative_Homo_66 
UUAGCGCAGUAGGUAGCGCGUCAGUCUCAUAAUCUGAAGGU 
>negative_Homo_67 
UAGGUAGCGCGUCAGUCUCAUAAUCUGAAGGUCGUGAGUUC 
>negative_Homo_68 
AGCGCGUCAGUCUCAUAAUCUGAAGGUCGUGAGUUCGAUCC 



>negative_mouse_1 
CUAGCUCAGUUGGUAGAGCGUGGGACUCUUAAUCCUAGGGU 
>negative_mouse_2 
CAGUUGGUAGAGCGUGGGACUCUUAAUCCUAGGGUCGUGGG 
>negative_mouse_3 
GUAGAGCGUGGGACUCUUAAUCCUAGGGUCGUGGGUUCGAA 
>negative_mouse_4 
GACUCUUAAUCCUAGGGUCGUGGGUUCGAACCCCACGUUGG 
>negative_mouse_5 
ACUAGCUCAGUUGGUAGAGCUUGAGACUCUUAAUCUCAGGA 
>negative_mouse_6 
CAGUUGGUAGAGCUUGAGACUCUUAAUCUCAGGAaCAUGGG 
>negative_mouse_7 
GUAGAGCUUGAGACUCUUAAUCUCAGGAaCAUGGGUUCGAG 
>negative_mouse_8 
GACUCUUAAUCUCAGGAaCAUGGGUUCGAGCCCCAcaUUGG 
>negative_mouse_9 
CUAGUUCAGUCGGUAGAGCAUGAGACUCUUAAUCUCAGGUU 
>negative_mouse_10 
CAGUCGGUAGAGCAUGAGACUCUUAAUCUCAGGUUCAUGAG 
>negative_mouse_11 
GUAGAGCAUGAGACUCUUAAUCUCAGGUUCAUGAGUUUGAG 
>negative_mouse_12 
AUGAGACUCUUAAUCUCAGGUUCAUGAGUUUGAGCCCCAUG 
>negative_mouse_13 
GCUAGCUCAGUCAGUAGAGCUUGAGAAUCUUAAUCUCAGGG 
>negative_mouse_14 
CAGUCAGUAGAGCUUGAGAAUCUUAAUCUCAGGGUCGUGGG 
>negative_mouse_15 
GUAGAGCUUGAGAAUCUUAAUCUCAGGGUCGUGGGUUGGAG 
>negative_mouse_16 
GAAUCUUAAUCUCAGGGUCGUGGGUUGGAGCCCCACGUUGG 
>negative_mouse_17 
UCAGUAGAGCAUGAGACUCUUAAUCUCAGGGUCGUGGGUUC 
>negative_mouse_18 
AGAGCAUGAGACUCUUAAUCUCAGGGUCGUGGGUUCGAGCC 
>negative_mouse_19 
CUGGCUCAGUCGGUACAGCAUGGGACUCUUAAUCCCAGGGU 
>negative_mouse_20 
CAGUCGGUACAGCAUGGGACUCUUAAUCCCAGGGUCGUGGG 
>negative_mouse_21 
CUUAAUCCCAGGGUCGUGGGUUCGAGCUCCACGUUGGGUAC 
>negative_mouse_22 
UAGCUCAGUUGGUUAGAGCGUGGUGCUAAUAACGCCAAGGU 
>negative_mouse_23 
AGUUGGUUAGAGCGUGGUGCUAAUAACGCCAAGGUCGCGGG 
>negative_mouse_24 
CGCAAUCGGUUAGCGCGCGGUACUUAUAUgUcagUgcUagg 
>negative_mouse_25 
CGGUUAGCGCGCGGUACUUAUAUgUcagUgcUaggcgUaag 
>negative_mouse_26 
UcagUgcUaggcgUaagcgAUGCCGAGGUUGUGAGUUCGAU 
>negative_mouse_27 
ggcgUaagcgAUGCCGAGGUUGUGAGUUCGAUCCUCACCUG 
>negative_mouse_28 
UGGUGUAAUGGUUGGCACUCUGGACUUUGAAUCCAGCAaUC 
>negative_mouse_29 
UAAUGGUUGGCACUCUGGACUUUGAAUCCAGCAaUCCAAGU 
>negative_mouse_30 
CUGGACUUUGAAUCCAGCAaUCCAAGUUCAAGUCUCUGUGG 
>negative_mouse_31 
GUGGCGCAAUGGAUAACGCGUCUGACUACGGAUCAGAAGAU 
>negative_mouse_32 



CAAUGGAUAACGCGUCUGACUACGGAUCAGAAGAUUCCAGG 
>negative_mouse_33 
AUAACGCGUCUGACUACGGAUCAGAAGAUUCCAGGUUCGAC 
>negative_mouse_34 
GUGGCCUAAUGGAUAAGGCGUCUGAUUCCGGAUCAGAAGAU 
>negative_mouse_35 
CUAAUGGAUAAGGCGUCUGAUUCCGGAUCAGAAGAUUGAGG 
>negative_mouse_36 
AUAAGGCGUCUGAUUCCGGAUCAGAAGAUUGAGGGUUCGAG 
>negative_mouse_37 
CUGAUUCCGGAUCAGAAGAUUGAGGGUUCGAGUCCCUUCGU 
>negative_mouse_38 
GUGGCCUAAUGGAUAAGGCAUCAGCCUCCGGAGCUGGGGAU 
>negative_mouse_39 
UAAUGGAUAAGGCAUCAGCCUCCGGAGCUGGGGAUUGUGGG 
>negative_mouse_40 
AAGGCAUCAGCCUCCGGAGCUGGGGAUUGUGGGUUCGAGUC 
>negative_mouse_41 
CAGCCUCCGGAGCUGGGGAUUGUGGGUUCGAGUCCCAUCUG 
>negative_mouse_42 
UGGCCUAAUGGAUAAGGCACUGGCCUCCUAAGCCAGGGAUU 
>negative_mouse_43 
UAAUGGAUAAGGCACUGGCCUCCUAAGCCAGGGAUUGUGGG 
>negative_mouse_44 
UGGCCUCCUAAGCCAGGGAUUGUGGGUUCGAGUCCCACCUG 
>negative_mouse_45 
GGCGCAAUGGAcgAGCGCGCUGGACUUCUAAUCCAGAGGUU 
>negative_mouse_46 
AAUGGAcgAGCGCGCUGGACUUCUAAUCCAGAGGUUCUGGG 
>negative_mouse_47 
cgAGCGCGCUGGACUUCUAAUCCAGAGGUUCUGGGUUCGAG 
>negative_mouse_48 
UGGACUUCUAAUCCAGAGGUUCUGGGUUCGAGUCCCGGCAG 
>Sac_negative_1  
UGGCGUAGUCGGUAGCGCGCUCCCUUAGCAUGGGAGAGGUC 
>Sac_negative_2  
UAGUCGGUAGCGCGCUCCCUUAGCAUGGGAGAGGUCUCCGG 
>Sac_negative_3  
GGUAGCGCGCUCCCUUAGCAUGGGAGAGGUCUCCGGUUCGA 
>Sac_negative_4  
UGGCGCAGUUGGUAGCGCGCUUCCCUUGCAAGGAAGAGGUC 
>Sac_negative_5  
CAGUUGGUAGCGCGCUUCCCUUGCAAGGAAGAGGUCAUCGG 
>Sac_negative_6  
GUGGCCCAAUGGUcACGGCGUCUGGCUACGAACCAGAAGAU 
>Sac_negative_7  
CAAUGGUcACGGCGUCUGGCUACGAACCAGAAGAUUCCAGG 
>Sac_negative_8  
CUCUAGUGCAAUGGUUAGCAUGCAUUCUUCCGGUGGCUGUG 
>Sac_negative_9  
GUGCAAUGGUUAGCAUGCAUUCUUCCGGUGGCUGUGaUCCG 
>Sac_negative_10  
GUUAGCAUGCAUUCUUCCGGUGGCUGUGaUCCGGGUUCGAG 
>Sac_negative_11  
AUGCAUUCUUCCGGUGGCUGUGaUCCGGGUUCGAGUCCCGG 
>Sac_negative_12  
GUUGGCGUAAUGGUAACGCGUCUCCCUCCUAAGGAGAAGAc 
>Sac_negative_13  
GUAAUGGUAACGCGUCUCCCUCCUAAGGAGAAGAcUGCGGG 
>Sac_negative_14  
CGUGGCGUAAUGGCAACGCGUCUGACUUCUAAUCAGAAGAU 
>Sac_negative_15  
GUAAUGGCAACGCGUCUGACUUCUAAUCAGAAGAUUAUGGG 



>Sac_negative_16  
GCAACGCGUCUGACUUCUAAUCAGAAGAUUAUGGGUUCGAC 
>Sac_negative_17  
UGGCCAAGUUGGUUAAGGCGUGCGACUGUUAAUCGCAAGAU 
>Sac_negative_18  
AGUUGGUUAAGGCGUGCGACUGUUAAUCGCAAGAUCGUGAG 
>Sac_negative_19  
UUAAGGCGUGCGACUGUUAAUCGCAAGAUCGUGAGUUCAAC 
>Sac_negative_20  
UGAUAGUUUAAUGGUcAGAAUGGGCGCUUGUCGCGUGCCAG 
>Sac_negative_21  
UUAAUGGUcAGAAUGGGCGCUUGUCGCGUGCCAGaUCGGGG 
>Sac_negative_22  
cAGAAUGGGCGCUUGUCGCGUGCCAGaUCGGGGUUCAAUUC 
>Sac_negative_23  
GGCGCUUGUCGCGUGCCAGaUCGGGGUUCAAUUCCCCGUCG 
>Sac_negative_24  
CGCAGUGGUAGCGCAGCAGAUUGCAAAUCUGUUGGUCCUUA 
>Sac_negative_25  
GUAGCGCAGCAGAUUGCAAAUCUGUUGGUCCUUAGUUCGAU 
>Sac_negative_26  
AUAGUGUAGUGGUUAUCACUUUCGGUUCUGAUCCGAACAaC 
>Sac_negative_27  
GUAGUGGUUAUCACUUUCGGUUCUGAUCCGAACAaCCCCAG 
>Sac_negative_28  
GUUAUCACUUUCGGUUCUGAUCCGAACAaCCCCAGUUCGAA 
>Sac_negative_29  
GUGGUUAUCACUUUCGGUUUUGAUCCGAACAaCCCCGGUUC 
>Sac_negative_30  
CCGAUGUAGUGUAACGGCUAUCACAUCACGUUCUCACCGUG 
>Sac_negative_31  
GUAGUGUAACGGCUAUCACAUCACGUUCUCACCGUGGAGaC 
>Sac_negative_32  
GUAACGGCUAUCACAUCACGUUCUCACCGUGGAGaCCGGGG 
>Sac_negative_33  
AUCACAUCACGUUCUCACCGUGGAGaCCGGGGUUCGACUCC 
>Sac_negative_34  
AAGUGGUUCAGUGGUUAGAAUUUAUGCUUCCCAAGCAUGAG 
>Sac_negative_35  
UCAGUGGUUAGAAUUUAUGCUUCCCAAGCAUGAGGCCCGGG 
>Sac_negative_36  
GAAUUUAUGCUUCCCAAGCAUGAGGCCCGGGUUCGAUUCCC 
>Sac_negative_37  
UAGUGGUUAUCAUCCCACCCUUCCAAGGUGGGGaCACGGGU 
>Sac_negative_38  
AUCAUCCCACCCUUCCAAGGUGGGGaCACGGGUUCGAUUCU 
>Sac_negative_39  
AGUAUAGUGGUUAGUACACAUCGUUGUGGCCGAUGAAaCCC 
>Sac_negative_40  
GUGGUUAGUACACAUCGUUGUGGCCGAUGAAaCCCUGGUUC 
>Sac_negative_41  
GUACACAUCGUUGUGGCCGAUGAAaCCCUGGUUCGAUUCUA 
>Sac_negative_42  
CGUUGUGGCCGAUGAAaCCCUGGUUCGAUUCUAGGAGAUGG 
>Sac_negative_43  
CCCAGUUGGUUAAGGCACCGUGCUAAUAACGCGGGGAUCAG 
>Sac_negative_44  
UGGUUAAGGCACCGUGCUAAUAACGCGGGGAUCAGCGGUUC 
>Sac_negative_45 
UGUAGCUCAGUGGUUAGAGCUUCGUGCUUAUAgcaacaUUc 
>Sac_negative_46 
CAGUGGUUAGAGCUUCGUGCUUAUAgcaacaUUcggUUUcc 
>Sac_negative_47 



GCCGAGCGGUcUAAGGCGCCUGAUUCAAGaaaUaUcUUgac 
>Sac_negative_48  
gcagUgaacUgUgggaaUaCUCAGGUAUCGUAAGAUGCAAG 
>Sac_negative_49 
gaacUgUgggaaUaCUCAGGUAUCGUAAGAUGCAAGAGUUC 
>Sac_negative_50  
gUgggaaUaCUCAGGUAUCGUAAGAUGCAAGAGUUCGAAUC 
>Sac_negative_51  
aaUaCUCAGGUAUCGUAAGAUGCAAGAGUUCGAAUCUCUUA 
>Sac_negative_52  
AGUGGUcUAAGGCGGCAGACUUAAGAUCUGUUGGACGGUUG 
>Sac_negative_53  
cUAAGGCGGCAGACUUAAGAUCUGUUGGACGGUUGUCCGCG 
>Sac_negative_54  
GCGGCAGACUUAAGAUCUGUUGGACGGUUGUCCGCGCGAGU 
>Sac_negative_55 
ACUUAAGAUCUGUUGGACGGUUGUCCGCGCGAGUUCGAACC 
>Sac_negative_56  
UUGGCGCAAUCGGUAGCGCGUAUGACUCUUAAUCAUAAGGU 
>Sac_negative_57 
CAAUCGGUAGCGCGUAUGACUCUUAAUCAUAAGGUUAGGGG 
>Sac_negative_58 
GUAGCGCGUAUGACUCUUAAUCAUAAGGUUAGGGGUUCGAG 
>Sac_negative_59 
AUGACUCUUAAUCAUAAGGUUAGGGGUUCGAGCCCCCUACA 
>Sac_negative_60 
UUAGCUCAGUUGGUAGAGCGUUCGGCUUUUAagcgcaUUUg 
>Sac_negative_61 
CAGUUGGUAGAGCGUUCGGCUUUUAagcgcaUUUgcUUaag 
>Sac_negative_62 
CAGUAGGAAGAGCGUCAGUCUCAUAAUCUGAAGGUCGAGAG 
>Sac_negative_63 
GAAGAGCGUCAGUCUCAUAAUCUGAAGGUCGAGAGUUCGAA 
>Sac_negative_64 
CAGUUGGGAGAGCGCCAGACUGAAGaaaaaacUUUggUcaa 
>Sac_negative_65 
aaaaaacUUUggUcaagaUAUCUGGAGGUCCUGUGUUCGAU 
>Sac_negative_66 
gUcaagaUAUCUGGAGGUCCUGUGUUCGAUCCACAGAGUUC 
>Sac_negative_67 
CGUGUGGUCUAGAGGUAUGAUUCUCGCUUAGGGUGCGGGAG 
>Sac_negative_68 
UCUAGAGGUAUGAUUCUCGCUUAGGGUGCGGGAGGUCCCGG 
>Sac_negative_69 
GGUAUGAUUCUCGCUUAGGGUGCGGGAGGUCCCGGGUUCGA 
>Sac_negative_70 
CGAGUGGUUAAGGCGAAAGAUUAGAAAUCUUUUGGGCUUUG 
>Sac_negative_71 
UUAAGGCGAAAGAUUAGAAAUCUUUUGGGCUUUGCCCGCGC 
>Sac_negative_72 
GCGAAAGAUUAGAAAUCUUUUGGGCUUUGCCCGCGCAGGUU 
>Sac_negative_73 
AGAUUAGAAAUCUUUUGGGCUUUGCCCGCGCAGGUUCGAGU 
>Sac_negative_74 
UGGCCGAGUGGUUAAGGCGAUGCCCUGCUAUUUccUcagaa 
>Sac_negative_75 
GAGUGGUUAAGGCGAUGCCCUGCUAUUUccUcagaaaagca 
>Sac_negative_76 
cUcagaaaagcaaUUAGGCAUUGGGUUUUACCUGCGCAGGU 
>Sac_negative_77 
aaaagcaaUUAGGCAUUGGGUUUUACCUGCGCAGGUUCGAA 
>Sac_negative_78 
aUUAGGCAUUGGGUUUUACCUGCGCAGGUUCGAAUCCUGUC 



>Sac_negative_79 
AAGUUGGUAAGGCGCCACACUAGUAAUGUGGAGAUCAUCGG 
>Sac_negative_80 
GUAAGGCGCCACACUAGUAAUGUGGAGAUCAUCGGUUCAAA 
>Sac_negative_81 
UUUGGCCAAGUGGUAAGGCAUCGCACUCGUAAUGCGGGGAU 
>Sac_negative_82 
CAAGUGGUAAGGCAUCGCACUCGUAAUGCGGGGAUCGUGGG 
>Sac_negative_83 
GUAAGGCAUCGCACUCGUAAUGCGGGGAUCGUGGGUUCAAU 
>Sac_negative_84 
CACUCGUAAUGCGGGGAUCGUGGGUUCAAUUCCCACAGAGG 
>Sac_negative_85 
CGGUGGCUCAAUGGUAGAGCUUUCGACUCCAAUUaaaUcUU 
>Sac_negative_86 
UCAAUGGUAGAGCUUUCGACUCCAAUUaaaUcUUggaaaUU 
>Sac_negative_87 
UccacggaaUaagaUUgcaAUCGAAGGGUUGCAGGUUCAAU 
>Sac_negative_88 
GUUGGUUUAAGGCGCAAGACUGUAAUUUaUcacUacgaaAU 
>Sac_negative_89 
UGUAAUUUaUcacUacgaaAUCUUGAGAUCGGGCGUUCGAC 
>Sac_negative_90 
UGGUCUAGUCGGUUAUGGCAUCUGCUUAACACGCAGAACGU 
>Sac_negative_91 
UAGUCGGUUAUGGCAUCUGCUUAACACGCAGAACGUCCCCA 
>Sac_negative_92 
UGGUCCAGUGGUUcAAGACGUCGCCUUUACACGGCGAAGAU 
>Sac_negative_93 
CAGUGGUUcAAGACGUCGCCUUUACACGGCGAAGAUCCCGA 
>negative_E.coli_1 
UAGCUCAGCUGGGAGAGCGCUUGCAUGGCAUGCAAGAGGUC 
>negative_E.coli_2 
CAGCUGGGAGAGCGCUUGCAUGGCAUGCAAGAGGUCAGCGG 
>negative_E.coli_3 
GGGAGAGCGCUUGCAUGGCAUGCAAGAGGUCAGCGGUUCGA 
>negative_E.coli_4 
CUUGCAUGGCAUGCAAGAGGUCAGCGGUUCGAUCCCGCUUA 
>negative_E.coli_5 
GGCAUGCAAGAGGUCAGCGGUUCGAUCCCGCUUAGCUCCAC 
>negative_E.coli_6 
CGUAGCUCAGCUGGAUAGAGUACUCGGCUACGAACCGAGCG 
>negative_E.coli_7 
AGCUGGAUAGAGUACUCGGCUACGAACCGAGCGGUCGGAGG 
>negative_E.coli_8 
CUCGGCUACGAACCGAGCGGUCGGAGGUUCGAAUCCUCCCG 
>negative_E.coli_9 
ACGAACCGAGCGGUCGGAGGUUCGAAUCCUCCCGGAUGCAC 
>negative_E.coli_10 
AGCUCAGCUGGAUAGAGCGCUGCCCUCCGGAGGCAGAGGUC 
>negative_E.coli_11 
AGCUGGAUAGAGCGCUGCCCUCCGGAGGCAGAGGUCUCAGG 
>negative_E.coli_12 
CUGCCCUCCGGAGGCAGAGGUCUCAGGUUCGAAUCCUGUCG 
>negative_E.coli_13 
CCGGAGGCAGAGGUCUCAGGUUCGAAUCCUGUCGGGCGCGC 
>negative_E.coli_14 
CAGUCGGUAGAACGGCGGACUGUUAAUCCGUAUGUCACUGG 
>negative_E.coli_15 
GUAGAACGGCGGACUGUUAAUCCGUAUGUCACUGGUUCGAG 
>negative_E.coli_16 
CGGCGGACUGUUAAUCCGUAUGUCACUGGUUCGAGUCCAGU 
>negative_E.coli_17 



ACUGUUAAUCCGUAUGUCACUGGUUCGAGUCCAGUCAGAGG 
>negative_E.coli_18 
GGUAGUUCAGUCGGUUAGAAUACCUGCCUGUCACGCAGGGG 
>negative_E.coli_19 
AGUCGGUUAGAAUACCUGCCUGUCACGCAGGGGGUCGCGGG 
>negative_E.coli_20 
CCUGCCUGUCACGCAGGGGGUCGCGGGUUCGAGUCCCGUCC 
>negative_E.coli_21 
GUCACGCAGGGGGUCGCGGGUUCGAGUCCCGUCCGUUCCGC 
>negative_E.coli_22 
CAAAGCGGUUAUGUAGCGGAUUGCAAAUCCGUCUaGUCCGG 
>negative_E.coli_23 
GUUAUGUAGCGGAUUGCAAAUCCGUCUaGUCCGGUUCGACU 
>negative_E.coli_24 
UAGCGGAUUGCAAAUCCGUCUaGUCCGGUUCGACUCCGGAA 
>negative_E.coli_25 
UGCAAAUCCGUCUaGUCCGGUUCGACUCCGGAACGCGCCUC 
>negative_E.coli_26 
GCCAAGCGGUAAGGCACCGGUUUUUGAUACCGGCAUUCCCU 
>negative_E.coli_27 
GGUAAGGCACCGGUUUUUGAUACCGGCAUUCCCUGGUUCGA 
>negative_E.coli_28 
ACCGGUUUUUGAUACCGGCAUUCCCUGGUUCGAAUCCAGGU 
>negative_E.coli_29 
UUUUUGAUACCGGCAUUCCCUGGUUCGAAUCCAGGUACCCC 
>negative_E.coli_30 
UUCAAUGGUAGAACGAGAGCUUCCCAAGCUCUAUaCGAGGG 
>negative_E.coli_31 
AGAACGAGAGCUUCCCAAGCUCUAUaCGAGGGUUCGAUUCC 
>negative_E.coli_32 
UCCCAAGCUCUAUaCGAGGGUUCGAUUCCCUUCGCCCGCUC 
>negative_E.coli_33 
UCAGUUGGUAGAGCACGACCUUGCCAAGGUCGGGGUCGCGA 
>negative_E.coli_34 
AGAGCACGACCUUGCCAAGGUCGGGGUCGCGAGUUCGAGUC 
>negative_E.coli_35 
CGACCUUGCCAAGGUCGGGGUCGCGAGUUCGAGUCUCGUUU 
>negative_E.coli_36 
GCCAAGGUCGGGGUCGCGAGUUCGAGUCUCGUUUCCCGCUC 
>negative_E.coli_37 
UAGCUCAGUUGGUAGAGCCCUGGAUUGUGAUUCCAGUUGUC 
>negative_E.coli_38 
CAGUUGGUAGAGCCCUGGAUUGUGAUUCCAGUUGUCGUGGG 
>negative_E.coli_39 
GGUAGAGCCCUGGAUUGUGAUUCCAGUUGUCGUGGGUUCGA 
>negative_E.coli_40 
GCCCUGGAUUGUGAUUCCAGUUGUCGUGGGUUCGAAUCCCA 
>negative_E.coli_41 
GAUUGUGAUUCCAGUUGUCGUGGGUUCGAAUCCCAUUAGCC 
>negative_E.coli_42 
AGGUGGUUAGAGCGCACCCCUGAUAAGGGUGAGGUCGGUGG 
>negative_E.coli_43 
GAGCGCACCCCUGAUAAGGGUGAGGUCGGUGGUUCAAGUCC 
>negative_E.coli_44 
CACCCCUGAUAAGGGUGAGGUCGGUGGUUCAAGUCCACUCA 
>negative_E.coli_45 
GAUAAGGGUGAGGUCGGUGGUUCAAGUCCACUCAGGCCUAC 
>negative_E.coli_46 
CAGUGGUUAGAGCAGGCGACUCAUAAUCGCUUGGUCGCUGG 
>negative_E.coli_47 
UUAGAGCAGGCGACUCAUAAUCGCUUGGUCGCUGGUUCAAG 
>negative_E.coli_48 
GCAGGCGACUCAUAAUCGCUUGGUCGCUGGUUCAAGUCCAG 



>negative_E.coli_49 
ACUCAUAAUCGCUUGGUCGCUGGUUCAAGUCCAGCAGGGGC 
>negative_E.coli_50 
GGCGGAAUUGGUaGACGCGCUAGCUUCAGGUGUUAGUGUCC 
>negative_E.coli_51 
AAUUGGUaGACGCGCUAGCUUCAGGUGUUAGUGUCCUUACG 
>negative_E.coli_52 
GUaGACGCGCUAGCUUCAGGUGUUAGUGUCCUUACGGACGU 
>negative_E.coli_53 
GCGCUAGCUUCAGGUGUUAGUGUCCUUACGGACGUGGGGGU 
>negative_E.coli_54 
AGCUUCAGGUGUUAGUGUCCUUACGGACGUGGGGGUUCAAG 
>negative_E.coli_55 
UGUUAGUGUCCUUACGGACGUGGGGGUUCAAGUCCCCCCCC 
>negative_E.coli_56 
UGUCCUUACGGACGUGGGGGUUCAAGUCCCCCCCCUCGCAC 
>negative_E.coli_57 
GGUGGAAUUGGUaGACACGCUACCUUGAGGUGGUAGUGCCC 
>negative_E.coli_58 
AAUUGGUaGACACGCUACCUUGAGGUGGUAGUGCCCAAUAG 
>negative_E.coli_59 
GUaGACACGCUACCUUGAGGUGGUAGUGCCCAAUAGGGCUU 
>negative_E.coli_60 
ACGCUACCUUGAGGUGGUAGUGCCCAAUAGGGCUUACGGGU 
>negative_E.coli_61 
CUUGAGGUGGUAGUGCCCAAUAGGGCUUACGGGUUCAAGUC 
>negative_E.coli_62 
GUGGUAGUGCCCAAUAGGGCUUACGGGUUCAAGUCCCGUCC 
>negative_E.coli_63 
UGCCCAAUAGGGCUUACGGGUUCAAGUCCCGUCCUCGGUAC 
>negative_E.coli_64 
GAAUCGGUaGACACAAGGGAUUUAAAAUCCCUCGGCGUUCG 
>negative_E.coli_65 
UaGACACAAGGGAUUUAAAAUCCCUCGGCGUUCGCGCUgUG 
>negative_E.coli_66 
GGAUUUAAAAUCCCUCGGCGUUCGCGCUgUGCGGGUUCAAG 
>negative_E.coli_67 
AAAUCCCUCGGCGUUCGCGCUgUGCGGGUUCAAGUCCCGCU 
>negative_E.coli_68 
CGGCGUUCGCGCUgUGCGGGUUCAAGUCCCGCUCCGGGUAC 
>negative_E.coli_69 
GGCGAAAUCGGUaGACGCAGUUGAUUCAAAAUCAACCGUAG 
>negative_E.coli_70 
AAUCGGUaGACGCAGUUGAUUCAAAAUCAACCGUAGAAAUA 
>negative_E.coli_71 
UaGACGCAGUUGAUUCAAAAUCAACCGUAGAAAUACGUGCC 
>negative_E.coli_72 
AGUUGAUUCAAAAUCAACCGUAGAAAUACGUGCCGGUUCGA 
>negative_E.coli_73 
UUCAAAAUCAACCGUAGAAAUACGUGCCGGUUCGAGUCCGG 
>negative_E.coli_74 
ACCGUAGAAAUACGUGCCGGUUCGAGUCCGGCCUUCGGCAC 
>negative_E.coli_75 
UAGCUCAGUUGGUAGAGCAGUUGACUUUUAAUCAAUUGGUC 
>negative_E.coli_76 
CAGUUGGUAGAGCAGUUGACUUUUAAUCAAUUGGUCGCAGG 
>negative_E.coli_77 
GUAGAGCAGUUGACUUUUAAUCAAUUGGUCGCAGGUUCGAA 
>negative_E.coli_78 
GCUCAGUUGGUUAGAGCACAUCACUCAUAAUGAUGGGGUCA 
>negative_E.coli_79 
UGGUUAGAGCACAUCACUCAUAAUGAUGGGGUCACAGGUUC 
>negative_E.coli_80 



GAGCACAUCACUCAUAAUGAUGGGGUCACAGGUUCGAAUCC 
>negative_E.coli_81 
CAUCACUCAUAAUGAUGGGGUCACAGGUUCGAAUCCCGUCG 
>negative_E.coli_82 
CAUAAUGAUGGGGUCACAGGUUCGAAUCCCGUCGUAGCCAC 
>negative_E.coli_83 
UCAGUCGGUAGAGCAGGGGAUUGAAAAUCCCCGUGUCCUUG 
>negative_E.coli_84 
GUAGAGCAGGGGAUUGAAAAUCCCCGUGUCCUUGGUUCGAU 
>negative_E.coli_85 
CAGGGGAUUGAAAAUCCCCGUGUCCUUGGUUCGAUUCCGAG 
>negative_E.coli_86 
GAUUGAAAAUCCCCGUGUCCUUGGUUCGAUUCCGAGUCCGG 
>negative_E.coli_87 
GGCGCAGCCUGGUAGCGCACUUCGUUCGGGACGAAGGGGUC 
>negative_E.coli_88 
AGCCUGGUAGCGCACUUCGUUCGGGACGAAGGGGUCGGAGG 
>negative_E.coli_89 
CUUCGUUCGGGACGAAGGGGUCGGAGGUUCGAAUCCUCUAU 
>negative_E.coli_90 
CGGGACGAAGGGGUCGGAGGUUCGAAUCCUCUAUCACCGAC 
>negative_E.coli_91 
CGAGCGGUUgAAGGCACCGGUCUUGAAAACCGGCGACCCGA 
>negative_E.coli_92 
AAACCGGCGACCCGAAAGGGUUCCAGAGUUCGAAUCUCUGC 
>negative_E.coli_93 
GACCCGAAAGGGUUCCAGAGUUCGAAUCUCUGCGCUUCCGC 
>negative_E.coli_94 
GGCUGGACUUCAAAUCCAGUUGGGGCCGCCAGCGGUCCCGG 
>negative_E.coli_95 
CCAGUUGGGGCCGCCAGCGGUCCCGGGCAGGUUCGACUCCU 
>negative_E.coli_96 
CGCCAGCGGUCCCGGGCAGGUUCGACUCCUGUGAUCUUCCG 
>negative_E.coli_97 
ACCGGUCUCGAAAACCGGAGUAGGGGCAACUCUACCGGGGG 
>negative_E.coli_98 
AAAACCGGAGUAGGGGCAACUCUACCGGGGGUUCAAAUCCC 
>negative_E.coli_99 
AGGGGCAACUCUACCGGGGGUUCAAAUCCCCCUCUCUCCGC 
>negative_E.coli_100 
AGAGGCUgAAGGCGCUCCCCUGCUAAGGGAGUAUGCGGUCA 
>negative_E.coli_101 
GCGCUCCCCUGCUAAGGGAGUAUGCGGUCAAAaGCUGCAUC 
>negative_E.coli_102 
CCUGCUAAGGGAGUAUGCGGUCAAAaGCUGCAUCCGGGGUU 
>negative_E.coli_103 
GGGAGUAUGCGGUCAAAaGCUGCAUCCGGGGUUCGAAUCCC 
>negative_E.coli_104 
GUCAAAaGCUGCAUCCGGGGUUCGAAUCCCCGCCUCACCGC 
>negative_E.coli_105 
AGUGGCUgAAGGAGCACGCCUGGAAAGUGUGUAUACGGCAA 
>negative_E.coli_106 
gAAGGAGCACGCCUGGAAAGUGUGUAUACGGCAACGUAUCG 
>negative_E.coli_107 
GCACGCCUGGAAAGUGUGUAUACGGCAACGUAUCGGGGGUU 
>negative_E.coli_108 
AAAGUGUGUAUACGGCAACGUAUCGGGGGUUCGAAUCCCCC 
>negative_E.coli_109 
AUACGGCAACGUAUCGGGGGUUCGAAUCCCCCCCUCACCGC 
>negative_E.coli_110 
UCAGUUGGUAGAGCGCACCCUUGGUAAGGGUGAGGUCGGCA 
>negative_E.coli_111 
GAGCGCACCCUUGGUAAGGGUGAGGUCGGCAGUUCGAAUCU 



>negative_E.coli_112 
CACCCUUGGUAAGGGUGAGGUCGGCAGUUCGAAUCUGCCUA 
>negative_E.coli_113 
GGUAAGGGUGAGGUCGGCAGUUCGAAUCUGCCUAUCAGCAC 
>negative_E.coli_114 
UUCAAUUGGUAGAGCACCGGUCUCCAAAACCGGGUGUUGGG 
>negative_E.coli_115 
CACCGGUCUCCAAAACCGGGUGUUGGGAGUUCGAGUCUCUC 
>negative_E.coli_116 
CCAAAACCGGGUGUUGGGAGUUCGAGUCUCUCCGCCCCUGC 
>negative_E.coli_117 
AGCUCAGCUGGGAGAGCACCUCCCUUACAAGGAGGGGGUCG 
>negative_E.coli_118 
AGCUGGGAGAGCACCUCCCUUACAAGGAGGGGGUCGGCGGU 
>negative_E.coli_119 
CCUCCCUUACAAGGAGGGGGUCGGCGGUUCGAUCCCGUCAU 
>negative_E.coli_120 
UACAAGGAGGGGGUCGGCGGUUCGAUCCCGUCAUCACCCAC 
>negative_E.coli_121 
GUaGACGCACCAGAUUUAGGUUCUGGCGCCGCAAGGUGUGC 
>negative_E.coli_122 
UAGGUUCUGGCGCCGCAAGGUGUGCGAGUUCAAGUCUCGCC 
>negative_E.coli_123 
GGCGCCGCAAGGUGUGCGAGUUCAAGUCUCGCCUCCCGCAC 
>negative_E.coli_124 
AGUAGGUAGAGCAACUGACUUGUAAUCAGUAGGUCACCAGU 
>negative_E.coli_125 
GUAGAGCAACUGACUUGUAAUCAGUAGGUCACCAGUUCGAU 
>negative_E.coli_126 
ACUGACUUGUAAUCAGUAGGUCACCAGUUCGAUUCCGGUAG 
>negative_E.coli_127 
UGUAAUCAGUAGGUCACCAGUUCGAUUCCGGUAGUCGGCAC 
>negative_Drosophila_1 
GGAGCGGCUgAACGGACCGGUCUCGAAAACCGGAGUAGGGG 
>negative_Drosophila_2 
GGCCGAGAGGCUgAAGGCGCUCCCCUGCUAAGGGAGUAUGC 
>negative_Drosophila_3 
AAAUUGGUaGACGCACCAGAUUUAGGUUCUGGCGCCGCAAG 
>negative_Drosophila_4 
AGCUCAGUAGGUAGAGCAACUGACUUGUAAUCAGUAGGUCA 
>negative_Drosophila_5 
AUAUGGUCUAGUGGCUAGGAUAUCUGGCUUUCACCCAGAAG 
>negative_Drosophila_6 
UAGUGGCUAGGAUAUCUGGCUUUCACCCAGAAGGCCCGGGU 
>negative_Drosophila_7 
CCUUGACAUGGUGGGGGUCGUUGGUUCGAGUCCAAUUGAAC 
>negative_Drosophila_8 
GUUGACUUUUAAUCAAUUGGUCGCAGGUUCGAAUCCUGCAC 
>negative_Drosophila_9 
UUUAAUCAAUUGGUCGCAGGUUCGAAUCCUGCACGACCCAC 
>negative_Drosophila_10 
CAGUUGGGAGAGCGUUAGACUGAAGAUCUAAAGGUCCCCGG 
>negative_Drosophila_11 
CUAGUGGUUAGGACCCCACGUUGUGGCCGUGGUAaCCCAGG 
>negative_Drosophila_12 
AGGACCCCACGUUGUGGCCGUGGUAaCCCAGGUUCGAAUCC 
>negative_Drosophila_13 
GUGGCCGAGAGGUUAAGGCGUUGGACUGCUAAUCCAAUGUG 
>negative_Drosophila_14 
GAGAGGUUAAGGCGUUGGACUGCUAAUCCAAUGUGCUCUGC 
>negative_Drosophila_15 
UUAAGGCGUUGGACUGCUAAUCCAAUGUGCUCUGCACGCGU 
>negative_Drosophila_16 



GCGUUGGACUGCUAAUCCAAUGUGCUCUGCACGCGUGGGUU 
>negative_Drosophila_17 
GGACUGCUAAUCCAAUGUGCUCUGCACGCGUGGGUUCGAAU 
>negative_Drosophila_18 
UCCAAUGUGCUCUGCACGCGUGGGUUCGAAUCCCAUCCUCG 
>negative_Drosophila_19 
GUGGCCGAGCGGUUAAGGCGUCUGACUAGAAAUCAGAUUCC 
>negative_Drosophila_20 
GAGCGGUUAAGGCGUCUGACUAGAAAUCAGAUUCCCUCUGG 
>negative_Drosophila_21 
UUAAGGCGUCUGACUAGAAAUCAGAUUCCCUCUGGGAGCGU 
>negative_Drosophila_22 
GCGUCUGACUAGAAAUCAGAUUCCCUCUGGGAGCGUAGGUU 
>negative_Drosophila_23 
UGACUAGAAAUCAGAUUCCCUCUGGGAGCGUAGGUUCGAAU 
>negative_Drosophila_24 
UCAGAUUCCCUCUGGGAGCGUAGGUUCGAAUCCUACCGACU 
>negative_Drosophila_25 
GUGGUGUAGCGGUUAUCACAUCUGCCUAACACGCAGAAGGc 
>negative_Drosophila_26 
UAGCGGUUAUCACAUCUGCCUAACACGCAGAAGGcCCCCGG 
>negative_Drosophila_27 
UUUUCGUAGUGUAGUGGUUAUCACGUGUGCUUCACACGCAC 
>negative_Drosophila_28 
GUAGUGUAGUGGUUAUCACGUGUGCUUCACACGCACAAGGU 
>negative_Drosophila_29 
GUAGUGGUUAUCACGUGUGCUUCACACGCACAAGGUCCCCG 
>negative_Drosophila_30 
UAGCUCAGUUGGUAGAGCGGUGGACUGUAGaagUUUUcaga 
>negative_Drosophila_31 
CAGUUGGUAGAGCGGUGGACUGUAGaagUUUUcagaUcUga 
>negative_Drosophila_32 
AGAGCGGUGGACUGUAGaagUUUUcagaUcUgaUcacacUU 
>negative_Drosophila_33 
GGACUGUAGaagUUUUcagaUcUgaUcacacUUUccaggUg 
>negative_Drosophila_34 
GUAGaagUUUUcagaUcUgaUcacacUUUccaggUgaUcga 
>negative_Drosophila_35 
gUUUUcagaUcUgaUcacacUUUccaggUgaUcgaaUccag 
>negative_Drosophila_36 
aUcUgaUcacacUUUccaggUgaUcgaaUccagcaggcAUC 
>negative_Drosophila_37 
acacUUUccaggUgaUcgaaUccagcaggcAUCCAUAGGUC 
>negative_Drosophila_38 
gUgaUcgaaUccagcaggcAUCCAUAGGUCGCUGGUUCAAA 


